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gb]MWPF01000157.1
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Prochlorococcus marinus str. MIT 9302 contig00019,
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Prochlorococcus sp. scB245a_520K10 contig_181,
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Prochlorococcus marinus str. SS2 contig00002,
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Prochlorococcus marinus str. SS35 contig00001,
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Lyngbya confervoides BDU141951 scaffold 233,
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Leptolyngbya sp. PCC 7375 Lepto7375DRAFT_LPA.5 _C3, gb| ALVNO01000003.1
Leptolyngbya sp. PCC 7375 Lepto7375DRAFT_LPA.5 Cl, gb|ALVNO 1000001.1
Leptolyngbya sp. PCC 6406 LEP6406DRAFT _scaffoldl.1_C71, gb’ALVV0200007 1.1
Leptolyngbya sp. PCC 6406 LEP6406DRAFT _scaffoldl.1_C14, gb| ALVV02000014.1
Halomicronema hongdechloris C2206 DENOVO_2015_c8, gb’L AZT01000008.1
Halomicronema hongdechloris C2206 DENOVO_2015_c39, gb|L AZT01000037.1
Halomicronema hongdechloris C2206 DENOVO 2015 ¢25, gb|LAZTO 1000023.1
CCM4 accession No KY999936 1c1|Query_23 673
Leptolyngbya sp. KIOST-1 LS_contig_4, gb|JQFAO 1000004.1
Nodosilinea nodulosa PCC 7104 Lepto7104DRAFT_LPD.2 Cl11, gb ’ALVPO 1000011.1
Phormidium tenue NIES-30 NIES-30_Scaffold 40, gb|MRCGO 1000040.1
0.01

gAphanocapsa montana BDHKU210001 scaffold_0, whole genome shotgun sequence

8 Lyngbya confervoides BDU141951 scaffold_O, whole genome shotgun sequence
@ Lyngbya confervoides BDU141951 scaffold_233, whole genome shotgun sequence
S @ Leptolyngbya sp. PCC 7375 Lepto7375DRAFT LPA.5 C3, whole genome sh...
Q @ Leptolyngbya sp. PCC 7375 Lepto7375DRAFT_LPA.5_C1, whole genome sh...
@ Synechococcus sp. PCC 7335 ctg_1103496006877, whole genome shotgun sequence
g[.eptolyugbya sp. PCC 6406 LEP6406DRAFT_scaffold1.1_C71, whole genome shotgun.,
@ Leptolyngbya sp. PCC 6406 LEP6406DRAFT _scaffoldl.l_C14, whole genome shotgun.
@ Halomicronema hongdechloris C2206 DENOVO_2015_c8, whole genome shot...
o %Halomicronema hongdechloris C2206 DENOVO_2015 ¢39, whole genome sho.. .
@ Halomicronema hongdechloris C2206 DENOVO_2015_¢25, whole genome sho...

QCCM4
Q@ @Leptolyngbya sp. KIOST-1 LS_contig_4, whole genome shotgun sequence

ILI Q @ Nodosilinea nodulosa PCC 7104 Lepto7104DRAFT LPD.2 Cl11, whole genome shotgun se...
@ Phormidium tenue NIES-30 NIES-30_Scaffold_40, whole genome shotgun seljuence

Fig 1SA. Phylogenetic classification of CCM 4 using its partial (1450 bp) 16S rDNA gene sequence (GeneBank accession number and
cyanobacterial whole genome shotgun Page 25 of 30). The strains used and its accession No. are below in the list of cyanobacterial
whole genome shotgun sequence. No. of the cyanobacterial listed above.

Fig 1SB. Amplification of the cluster in which CCM 4 is included.

. Aphanocapsa montana BDHKU210001 gb[JTID01000271.1(unknown

. Lyngbya confervoides BDU141951 gb|lJTHE01000274.1(unknown

. Synechococcus sp. PCC 7335 ctg_1103496006877, g ABRV01000019.1

. Leptolyngbya sp. PCC 7375 Lepto7375DRAFT gb|ALVN01000003.1

. Leptolyngbya sp. PCC 7375 Lepto7375DRAFT _LPA.5 gb|]ALVN01000001.1
. Leptolyngbya sp. PCC 6406 LEP6406DRAFT _ gb|ALVV02000071.1

. Leptolyngbya sp. PCC 6406 LEP6406DRAFT_  gblALVV02000014.1

. Halomicronema hongdechloris C2206 DENOVO __ gb|LAZT01000008.1

9. Halomicronema hongdechloris C2206 DENOVO_ gb|LAZT01000037

10. Halomicronema hongdechloris C2206 DENOVO _ gb|LAZT01000023.1
11. CCM4 genBank accession number KY999936

12. Leptolyngbya sp. KIOST-1 LS _contig 4, gb[JQFA01000004.1

13. Nodosilinea nodulosa PCC 7104 Lepto7104DRAFT gb|ALVP01000011.1
14. Phormidium tenue NIES-30 NIES-30_Scaffold 40 gb|MRCG01000040.1
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