Table 1S. The VOK, VOJ, VIP, φP0 and φE0 values of sunflower genotypes exposed to drought (S) and rewatering (R). C1 and C2 represent 50- and 5- d-old control plants that are corresponding controls of S and R, respectively. Different letters indicate significant difference at P<0.05 according to LSD 5%.

	
	
	Genotypes 
	
	

	
	
	9753-2R
	9702-R
	9725-A
	9718-A
	TT317-R
	8129-R
	9814-A
	9209-A
	2478-A
	

	Parameter
	Treatment 
	
	
	
	
	
	
	
	
	
	LSD 5%

	
	
	
	
	
	
	
	
	
	
	
	

	VOK
	C1
	0.14ab
	0.16adeh
	0.15adh
	0.13b
	0.11b
	0.14ab
	0.17h
	0.16adeh
	0.14ab
	0.02

	
	S
	0.16adeh
	0.29c
	0.28c
	0.18egh
	0.21f
	0.20fg
	0.22f
	0.27c
	0.22f
	

	
	C2
	0.12b
	0.13b
	0.14ab
	0.14ab
	0.11b
	0.13b
	0.16adeh
	0.16adeh
	0.13b
	

	
	R
	0.14ab
	0.14ab
	0.17deh
	0.16adeh
	0.13b
	0.17h
	0.16adeh
	0.17h
	0.17h
	

	
	
	
	
	
	
	
	
	
	
	
	

	VOJ
	C1
	0.35abe
	0.37a
	0.35abe
	0.32bde
	0.31d
	0.33abde
	0.37a
	0.37a
	0.32bde
	0.03

	
	S
	0.38a
	0.58c
	0.51f
	0.38a
	0.44gh
	0.43gh
	0.44gh
	0.51f
	0.46h
	

	
	C2
	0.32bde
	0.31d
	0.33abde
	0.33abde
	0.31d
	0.32bde
	0.37a
	0.36a
	0.32bde
	

	
	R
	0.35abe
	0.34e
	0.37a
	0.36a
	0.34e
	0.37a
	0.36a
	0.37a
	0.36a
	

	
	
	
	
	
	
	
	
	
	
	
	

	VIP
	C1
	0.20a
	0.18bd
	0.22eh
	0.22eh
	0.23h
	0.23h
	0.20af
	0.20af
	0.29l
	0.01

	
	S
	0.17b
	0.13ck
	0.13ck
	0.15g
	0.11jk
	0.14cg
	0.12k
	0.13ck
	0.15g
	

	
	C2
	0.21ae
	0.19df
	0.21ae
	0.20af
	0.21ae
	0.23h
	0.18bd
	0.19df
	0.27m
	

	
	R
	0.20af
	0.20af
	0.22eh
	0.19df
	0.20af
	0.21ae
	0.21ae
	0.21ae
	0.22eh
	

	
	
	
	
	
	
	
	
	
	
	
	

	φP0
	C1
	0.83ac
	0.83ac
	0.83ac
	0.84cd
	0.85d
	0.83ac
	0.83ac
	0.83ac
	0.84cd
	0.01

	
	S
	0.83ac
	0.78b
	0.78b
	0.83ac
	0.83ac
	0.81ef
	0.81ef
	0.80f
	0.82ae
	

	
	C2
	0.83ac
	0.83ac
	0.82ae
	0.84cd
	0.84cd
	0.83ac
	0.83ac
	0.83ac
	0.84cd
	

	
	R
	0.83ac
	0.83ac
	0.82ae
	0.83ac
	0.84cd
	0.82ae
	0.82ae
	0.82ae
	0.81ef
	

	
	
	
	
	
	
	
	
	
	
	
	

	φE0
	C1
	0.52adgh
	0.51dg
	0.52adgh
	0.55cj
	0.57j
	0.54ch
	0.50g
	0.50g
	0.55cj
	0.02

	
	S
	0.49bd
	0.31e
	0.36f
	0.49bd
	0.44k
	0.44k
	0.43k
	0.36f
	0.42k
	

	
	C2
	0.55cj
	0.55cj
	0.53acd
	0.54ch
	0.57j
	0.55cj
	0.50g
	0.51dg
	0.55cj
	

	
	R
	0.52adgh
	0.53acd
	0.50g
	0.51dg
	0.54ch
	0.49bd
	0.50g
	0.49bd
	0.50g
	







Table 2S. The φR0, ABS/RC, DI0/RC and δR0 values of sunflower genotypes exposed to drought (S) and rewatering (R). C1 and C2 represent 50- and 55-d-old control plants that are corresponding controls of S and R, respectively. Different letters indicate significant difference at P<0.05 according to LSD 5%.

	
	
	Genotypes 
	
	

	
	
	9753-2R
	9702-R
	9725-A
	9718-A
	TT317-R
	8129-R
	9814-A
	9209-A
	2478-A
	

	Parameter
	Treatment 
	
	
	
	
	
	
	
	
	
	LSD 5%

	
	
	
	
	
	
	
	
	
	
	
	

	φR0
	C1
	0.16ac
	0.15c
	0.18ef
	0.18ef
	0.19f
	0.18ef
	0.16ac
	0.16ac
	0.23h
	0.01

	
	S
	0.13b
	0.09d
	0.09d
	0.12bg
	0.09d
	0.11g
	0.09d
	0.09d
	0.11g
	

	
	C2
	0.17ae
	0.16ac
	0.17ae
	0.16ac
	0.17ae
	0.18ef
	0.15c
	0.15c
	0.22h
	

	
	R
	0.16ac
	0.16ac
	0.17ae
	0.15c
	0.16ac
	0.17ae
	0.16ac
	0.16ac
	0.17ae
	

	
	
	
	
	
	
	
	
	
	
	
	

	ABS/RC
	C1
	2.0ab
	2.2cf
	2.1ac
	2.0ab
	1.7h
	2.1ac
	2.3fg
	2.2cf
	2.1ac
	0.1

	
	S
	2.1ac
	2.8d
	3.0e
	2.4gk
	2.4gk
	2.4gk
	2.6jk
	2.9de
	2.5k
	

	
	C2
	1.9b
	2.1ac
	2.1ac
	2.1ac
	1.7h
	2.0ab
	2.2cf
	2.2cf
	2.0ab
	

	
	R
	1.9b
	2.1ac
	2.3fg
	2.2cf
	1.9b
	2.4gk
	2.2cf
	2.3fg
	2.4gk
	

	
	
	
	
	
	
	
	
	
	
	
	

	DI0/RC
	C1
	0.39abm
	0.43adhm
	0.42abhm
	0.38abm
	0.29ef
	0.40abhm
	0.46h
	0.45adh
	0.40abh
	0.06

	
	S
	0.44abh
	0.76ck
	0.81c
	0.49dgh
	0.49dgh
	0.55gj
	0.59j
	0.74k
	0.57j
	

	
	C2
	0.39abm
	0.43adhm
	0.42abhm
	0.38abm
	0.29ef
	0.40abhm
	0.46h
	0.45adh
	0.40abh
	

	
	R
	0.36bfm
	0.41abhm
	0.44adh
	0.39abm
	0.31fm
	0.40abhm
	0.44adh
	0.45adh
	0.37m
	

	
	
	
	
	
	
	
	
	
	
	
	

	δR0
	C1
	0.31acfj
	0.31acfj
	0.34cefj
	0.32fj
	0.33j
	0.34cefj
	0.32fj
	0.31acfj
	0.43m
	0.03

	
	S
	0.27bdg
	0.29abdf
	0.26dg
	0.24gl
	0.19h
	0.25gk
	0.21l
	0.26dg
	0.27bdg
	

	
	C2
	0.30abfj
	0.28abdk
	0.31acfj
	0.29abdf
	0.30abfj
	0.33j
	0.29abdf
	0.30abfj
	0.40m
	

	
	R
	0.31acfj
	0.31acfj
	0.35efj
	0.30abfj
	0.30abfj
	0.34cefj
	0.32fj
	0.33j
	0.35efj
	














Table 3S. The logPIABS, log(10RC/ABS), log[φP0/(1– φP0)], and log[–  values of sunflower genotypes exposed to drought (S) and rewatering (R). C1 and C2 represent 50- and 55-d-old control plants that are corresponding controls of S and R, respectively. Different letters indicate significant difference at P<0.05 according to LSD 5%.

	
	
	Genotypes 
	
	

	
	
	9753-2R
	9702-R
	9725-A
	9718-A
	TT317-R
	8129-R
	9814-A
	9209-A
	2478-A
	

	Parameter
	Treatment 
	
	
	
	
	
	
	
	
	
	LSD 5%

	
	
	
	
	
	
	
	
	
	
	
	

	logPIABS
	C1
	1.6ab
	1.5ad
	1.6ab
	1.6ab
	1.8e
	1.6ab
	1.5ad
	1.5ad
	1.6ab
	0.1

	
	S
	1.5ad
	0.9ch
	0.9ch
	1.4df
	1.3fg
	1.3fg
	1.2g
	1.0h
	1.2g
	

	
	C2
	1.7be
	1.6ab
	1.6ab
	1.6ab
	1.8e
	1.6ab
	1.5ad
	1.5ad
	1.7be
	

	
	R
	1.6ab
	1.6ab
	1.4df
	1.5ad
	11.6ab
	1.4df
	1.5ad
	1.4df
	1.4df
	

	
	
	
	
	
	
	
	
	
	
	
	

	log(10RC/ABS)
	C1
	0.69af
	0.67ah
	0.67ah
	0.69af
	0.77e
	0.69af
	0.64dh
	0.65h
	0.67ah
	0.03

	
	S
	0.67ah
	0.56cg
	0.53c
	0.63dh
	0.63dh
	0.61dg
	0.59g
	0.53c
	0.61dg
	

	
	C2
	0.73b
	0.67ah
	0.67ah
	0.69af
	0.76e
	0.69af
	0.67ah
	0.67ah
	0.69af
	

	
	R
	0.72b
	0.67ah
	0.63dh
	0.67ah
	0.71f
	0.63dh
	0.65h
	0.65h
	0.63dh
	

	
	
	
	
	
	
	
	
	
	
	
	

	log[φP0/(1– φP0)]
	C1
	0.61ad
	0.61ad
	0.61ad
	0.63d
	0.68e
	0.61ad
	0.59ac
	0.59ac
	0.63d
	0.03

	
	S
	0.59ac
	0.43b
	0.43b
	0.59ac
	0.59ac
	0.53f
	0.53f
	0.46b
	0.54f
	

	
	C2
	0.61ad
	0.61ad
	0.59ac
	0.63d
	0.67e
	0.61ad
	0.61ad
	0.59ac
	0.64de
	

	
	R
	0.61ad
	0.61ad
	0.56c
	0.61ad
	0.64de
	0.56c
	0.56c
	0.56c
	0.54f
	

	
	
	
	
	
	
	
	
	
	
	
	

	log[– 
	C1
	0.27ad
	0.23a
	0.27ad
	0.33bd
	0.34bd
	0.30d
	0.23a
	0.24a
	0.33bd
	0.05

	
	S
	0.22a
	–0.15c
	–0.01e
	0.22a
	0.10f
	0.13f
	0.10f
	–0.02e
	0.08f
	

	
	C2
	0.33bd
	0.34bd
	0.30d
	0.30d
	0.34bd
	0.33bd
	0.23a
	0.24a
	0.33bd
	

	
	R
	0.26a
	0.30d
	0.24a
	0.24a
	0.22ad
	0.23a
	0.24a
	0.23a
	0.24a
	












Table 4S. The PITotal, ΨWL and ΨWS values of sunflower genotypes exposed to drought (S) and rewatering (R). C1 and C2 represent 50- and 55-d-old control plants that are corresponding controls of S and R, respectively. Different letters indicate significant difference at P<0.05 according to LSD 5%.

	
	
	Genotypes 
	
	

	
	
	9753-2R
	9702-R
	9725-A
	9718-A
	TT317-R
	8129-R
	9814-A
	9209-A
	2478-A
	

	Parameter
	Treatment 
	
	
	
	
	
	
	
	
	
	LSD 5%

	
	
	
	
	
	
	
	
	
	
	
	

	PITotal
	C1
	18a
	13d
	18a
	21c
	32g
	21c
	14d
	14d
	32g
	2

	
	S
	11b
	  4ej
	  3e
	  8fk
	  5ej
	  6jk
	  5ej
	  3e
	[bookmark: _GoBack]  6jk
	

	
	C2
	21c
	17a
	17a
	18a
	27h
	21c
	13d
	14d
	31g
	

	
	R
	18a
	13d
	18a
	21c
	32g
	21c
	14d
	14d
	32g
	

	
	
	
	
	
	
	
	
	
	
	
	

	ΨWL
	C1
	–0.2a
	–0.3ak
	–0.4afk
	–0.2a
	–0.4afk
	–0.3ak
	–0.4afk
	–0.5k
	–0.2a
	0.2

	
	S
	–1.2b
	–2.3cg
	–3.6em
	–2.1c
	–3.8e
	–2.5g
	–1.4bl
	–1.6l
	–3.5m
	

	
	C2
	–0.2a
	–0.3ak
	–0.4afk
	–0.3ak
	–0.4afk
	–0.4afk
	–0.2a
	–0.4afk
	–0.3ak
	

	
	R
	–0.4afk
	–0.8d
	–0.4afk
	–0.4afk
	–0.6fhk
	–0.8h
	–0.3ak
	–0.5k
	–0.3ak
	

	
	
	
	
	
	
	
	
	
	
	
	

	ΨWS
	C1
	–0.1a
	–0.2af
	–0.1a
	–0.1a
	–0.1a
	–0.1a
	–0.1a
	–0.1a
	–0.1a
	0.2

	
	S
	–0.9b
	–2.0c
	–4.4d
	–1.8c
	–6.1e
	–2.6g
	–1.4h
	–1.6ch
	–4.8j
	

	
	C2
	–0.2af
	–0.2af
	–0.1a
	–0.1a
	–0.1a
	–0.1a
	–0.1a
	–0.2af
	–0.1a
	

	
	R
	–0.2af
	–0.2af
	–0.3af
	–0.3af
	–0.4f
	–0.3af
	–0.2af
	–0.3af
	–0.3af
	







