Table 1S. Primers for qRT-PCR analysis.

	
	Gene Bank ID
	Gene description
	Gene
	Primer 5'-3'

	
	
	
	
	Forward
	Reverse

	1
	NM_001331843.1
	Phytochrome A
	phyA
	ACGACTCCGAGGTTTGTTCC
	GCGACACAATACCCAGTGGA

	2
	NM_127435.4
	Phytochrome B
	phyB
	GGATTCAACAGCTCCTGGCT
	ACGCCATTCTGAATTCTGTGC

	3
	NM_116961.5
	Cryptochrome 1
	Cry1
	AGTTCTTCCCTTGGGCTGTG
	GCGATCATGCAACCAACCAG

	4
	NM_179257.2
	Cryptochrome 2
	Cry2
	GATGCCAATAACTGCAGCGG
	GGCACACTGGAAAACGTGTC

	5
	Q8GZM7
	Phytochrome interacting factor 1
	PIF1
	GAATCCGGTTTAACACGGCG
	ATCGACGTTCGTCTTCTCCG

	6
	NM_001202630.2
	Phytochrome interacting factor 3
	PIF3
	GCGCGTATAATCGGAAGGGA
	ATCGACGTTCGTCTTCTCCG

	7
	NM_129862.3
	Phytochrome interacting factor 4
	PIF4
	ATGGCGAGATGGACAAGTGG
	GTC GGGTTCGAATGGGTCTT

	8
	NM_001335664.1
	Phytochrome interacting factor 5
	PIF5
	CAGCTCGCTAGGTACATGGG
	GCC GGAGATCCAAATCCCAA

	9
	NM_001037040.3
	Phytochrome interacting factor 7
	PIF7
	GCGTCTTTTGAATCCGGTCG
	GACTCGTTGTGAATCGCTGC

	10
	NM_180274.3
	Transcription factor HY5-like
	HYH
	AGCACAAAACTGAGGAAAGTGA
	GCTCCGGATTGTTGACTCCA

	11
	O24646
	Transcription factor HY5
	HY5
	GCTTAGACATATTCTGAAGAACACA
	TCAAAGGCTTGCATCAGCAT

	12
	Q8S4Q6
	Far-red elongated hypocotyl 1
	FHY1
	TGCCAATGTTGCTTGTTCAGA
	GTCTTCACCGCATGATCCAG

	13
	Q9LIE5
	Far-red elongated hypocotyl 3
	FHY3
	AACGATTTGTGCGAACGAGC
	TGGTTGTCCTCCTCCACAGA

	14
	Q9FE22
	Transcription factor HFR1
	HFR1
	GATGCCATCGCCGCTAATTC
	ACCGTGAAGAGACTGAGGAGA

	15
	NM_121888.3
	Squamosa promoter-binding-like protein 7
	SPL7
	GGATCGGGTTAGGAAGCGAG
	TCAAGCACAACAAAGCTGGC

	16
	NM_099986.4
	Endoribonuclease Dicer homolog 1
	DCL1
	ATGCAGAGGTATTATCGATGTCT
	CAGGTAGGCCTTTGCAGGAT

	17
	NM_001203853.2
	Small RNA 2'-O-methyltransferase
	HEN1
	CACCCCAAGCTCCTGATTGT
	CCGAGCTTTGATGCCCATTG

	18
	NM_100842.4
	Double-stranded RNA-binding protein 1
	HYL1
	ACACAGGAGCTGCAACAAGA
	GCGGGATAGCTGCCTGTATT

	19
	NM_001036427.3
	Arabidopsis thaliana Actin 1
	Actin1
	TTAGCAACTGGGATGACATGGA
	CCTGAATGGCAACATACATAGCA

	20
	MIMAT0000178
	ath-miR160a-5p
	MIR160
	TGCCTGGCTCCCTGTATGCCA
	Universal reverse primer

	21
	MIMAT0031879
	ath-miR165a-5p
	MIR165
	GGAATGTTGTCTGGATCGAGG
	

	22
	MIMAT0001016
	ath-miR319c
	MIR319
	TTGGACTGAAGGGAGCTCCTT
	

	23
	MIMAT0031908
	ath-miR396a-3p
	MIR396
	GTTCAATAAAGCTGTGGGAAG
	

	24
	MIMAT0000184
	ath-miR163
	MIR163
	TTGAAGAGGACTTGGAACTTCGAT
	

	25
	MIMAT0001003
	ath-miR402
	MIR402
	TTCGAGGCCTATTAAACCTCTG
	

	26
	MIMAT0000198
	ath-miR168a-5p
	MIR168
	TCGCTTGGTGCAGGTCGGGAA
	

	27
	MIMAT0000203
	ath-miR172a
	MIR172
	AGAATCTTGATGATGCTGCAT
	

	28
	MIMAT0004252
	ath-miR833-5p
	MIR833
	TGTTTGTTGTACTCGGTCTAGT
	

	29
	MIMAT0004243
	ath-miR827
	MIR827
	TTAGATGACCATCAACAAACT
	

	30
	MIMAT0031887
	ath-miR170-5p
	MIR170
	TATTGGCCTGGTTCACTCAGA
	

	31
	MIMAT0031888
	ath-miR171a-5p
	MIR171
	TATTGGCCTGGTTCACTCAGA
	

	32
	MIMAT0032014
	ath-miR472-5p
	MIR472
	ATGGTCGAAGTAGGCAAAATC
	

	33
	MIMAT0031880
	ath-miR166a-5p
	MIR166
	GGACTGTTGTCTGGCTCGAGG
	

	34
	MIMAT0000196
	ath-miR167a-5p
	MIR167
	TGAAGCTGCCAGCATGATCTA
	

	35
	MIMAT0004302
	ath-miR858a
	MIR858
	TTTCGTTGTCTGTTCGACCTT
	

	35
	MIMAT0031865
	ath-miR156a-5p
	MIR156
	TGACAGAAGAGAGTGAGCAC
	

	36
	MIMAT0031870
	ath-miR157a-5p
	MIR157
	TTGACAGAAGATAGAGAGCAC
	

	37
	MIMAT0000946
	ath-miR397a
	MIR397
	TCATTGAGTGCAGCGTTGATG
	

	38
	MIMAT0031912
	ath-miR398c-5p
	MIR398
	AGGGTTGATATGAGAACACAC
	

	39
	MIMAT0031915
	ath-miR408-5p
	MIR408
	ACAGGGAACAAGCAGAGCATG
	

	40
	NM_001344924.1
	U6 snRNA phosphodiesterase-like protein
	U6
	AGAGAGTTCCACATAAGCTTAGGA
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Fig. 1S. Spectrogram of the light sources used in the experiments. 1 – white LEDs 450 + 660 nm; 2 – blue LEDs 450 nm; 3 – red LEDs 660 nm. 
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